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Fig. S1 Maximum Likelihood phylogeny of barbels based®H-1, with assignment
of haplotypesto speciesfound in Italy (coloed bary Values above and below

branches refer to approximate Bayes and likelihood ratio test support, respectively.
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Fig. S2Maximum Likelihood phylogeny of barbels based@i-2, with assignment
of haplotypeso speciefound in Italy (coloed bar}y Values above and below

branches refer to approximate Bayes and likelihood ratio test support, respectively.
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Fig. S3Maximum Likdihood phylogeny of barbels based $/1, with assignment
of haplotypeso speciefound in Italy (coloed bary Values above and below

branches refer to approximate Bayes and likelihood ratio test support, respectively.



e
88

L. comizo
———— L. microcephalus

o.e4| 1ca
11_2a

BB1b
cerfla

7cerfa

O.95| 11_1a
88 11_3A

t1a

0.84

11_6b
11_7a
11_5a

0.84,_ 11_2b
56! 11_6a
0.81 o,gsl— B. carpathicus

931 B. carpathicus

0.84

B. prespensis
0.98 .
96| B prespensis
0.9 f1_1a

65‘0.84 f174b
.

f1_5b

_|o.90
100

— 9_8a
3_10b

0.87 —— 11_3b
11_5b

0.83| 8-2a

9 _10b
—— 11_4b
6vfb

0.79

55

3ca
3cb

1cb

0.84 aln9b
51 0.83 6sob
0‘86| 11sgb
51 aln4b
top27b
aln10a

cerf19a

4_8b
0.98]|p.77|] 1_6a
100?'_ 4 1b
1_2b

—— 1_8a

0.86 8_12a
52 1_1a

terda
— 2_7a

0.0050

B. haasi

Fig. S4Maximum Likelihood phybgeny of barbels based &¥F2, with assignment
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Fig. S5Structure Harvester output for tkatire data set. Bektvalue following

Evannocetal. (2005) isK=5.
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Fig. S6 Structure Harvester output fBr plebejusBestK-value following Evannet

al. (2005) isK=1.
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Fig. S7 Structure Harvester output fBr caninus BestK-value following Evanoet

al. (2005) isK=4.
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Fig. S9Structure Harvester output fBr balcanicus BestK-value following model

log-likelihood isK=1.



